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Coxsackievirus A9
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Coxsackievirus B3

Coxsackievirus B4

Echovirus 6

Echovirus 7

Echovirus 25

Echovirus 30
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Influenza virus B

Rubella virus

Rotavirus group A

Norovirus genogroup Il

Adenovirus 3

Adenovirus 40/41

Herpes simplex virus 1
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Escherichia coli HRRME
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Escherichia coli EHEC /VTEC

Salmonella Typhi

Salmonella Enteritidis

Salmonella Typhimurium

Salmonella Z D1t

Aeromonas sobria

Campylobacter jejuni

Staphylococcus aureus
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